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JAN (J€ 44) : Gefurulimab (Genetical Recombination)
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INWOKTATYA DSVKGREFTIS RDNAKNSLYL QMNSLRAEDT AVYYCAAVER 100
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BRI DI DB LRI BETHD.

Gefurulimab is a recombinant single-chain bivalent bispecific monoclonal antibody (VH-VH’) composed of a variable
region of anti-human serum albumin (HSA) antibody at positions 1 — 123, linker at positions 124 — 138, and a variable
region of anti-complement C5 antibody at positions 139 — 264. The complementarity-determining regions are derived
from heavy-chain antibody from Lama glama, and the framework regions are mainly derived from human and partly
from Lama glama. Gefurulimab is produced in CHO cells. Gefurulimab is a protein consisting of 264 amino acid

residues.
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: Talquetamab (Genetical Recombination)
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EVQLVESGGG LVQPGGSLRL S?AASGFTFN TYAMNWVRQA PGKGLEWVAR 50
TIRSKYNNYAT YYAASVKGREF TISRDDSKNS LYLQOMNSLKT EDTAVYY&AR 100
HGNFGNSYVS WFAYWGQGTL VTVSSASTKG PSVFPLAPCS RSTSESTAAL 150
GCLVKDYFPE PVTVSWNSGA LTSGVHTFPA VLQSSGLYSL SSVVTVPSSS 200
LGTKTYTCNV DHKPSNTKVD KRVESKYGPP CPPCPAPEAA GGPSVFLFPP 250
KPKDTLMISR TPEVTCVVVD VSQEDPEVQE NWYVDGVEVH NAKTKPREEQ 300
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FNSTYRVVSV LTVLHQODWLN GKEYKCKVSN KGLPSSIEKT ISKAKGQPRE 350
PQVYTLPPSQ EEMTKNQVSL TCLVKGEFYPS DIAVEWESNG QPENNYKTTP 400
PVLDSDGSFL LYSKLTVDKS RWQEGNVEFSC SVMHEALHNH YTQKSLSLSL 450
GK 452
Pt CD3e-L #

QTVVTQEPSL TVSPGGTVTL T?RSSTGAVT TSNYANWVQQ KPGQAPRGLI 50
GGTNKRAPGT PARFSGSLLG GKAALTLSGV QPEDEAEYY& ALWYSNLWVFEF 100
GGGTKLTVLG QPKAAPSVTL FPPSSEELQA NKATLVCLIS DFYPGAVTVA 150
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N295, HT CD3e-H #4 N302 : idHfi A ; HT GPRC5D-H $4 K445, #T CD3e-H #4 K452 : fiyiF ks 7
HT GPRC5D-H #4 C132 — $T GPRC5D-L #4 C214, #T CD3e-H #4 C139 — #1 CD3e-L #{ C214, #i GPRC5D-H
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Ht b I1gG4 [ZHET 5. Bl GPRCED-H $40 3 > 7 X/ ik fE E#e (S226P, F232A, L233A) =i,
PLCD3e-H D 5 oD 7 2/ FaFREL A EH#L (S233P, F239A, L240A, F410L, R414K) & CTW5. KT L
s H~<7%, CHO #ldic kv S D. FT A7 X~ T70%, 445 [HOT 2 JBEENS 255
GPRC5D-H #5 (y4 8) 1A, 2147 I/ EFkIL) 5 72 550 GPRCSD-L #4 (v #) 1A, 4527 I/
FRFE L/ D 72 5P CD3e-H 84 (y4 ) 1 AR 215 HD T X/ Wik 572 551 CD3e-L #f (W 84) 1 AT
WS opE7 o 78 (8 K 147,0000 THD.

Talquetamab is a recombinant bispecific monoclonal antibody against G protein-coupled receptor class C group 5
member D (GPRC5D) and CD3¢ chain, in which anti-GPRC5D H-chain and anti-CD3¢ H-chain are derived from
human IgG4. In the anti-GPRC5D H-chain, the amino acid residues are substituted at 3 positions (S226P, F232A,
L233A). In the anti-CD3¢ H-chain, the amino acid residues are substituted at 5 positions (S233P, F239A, L240A,
F410L, R414K). Talquetamab is produced in CHO cells. Talquetamab is a glycoprotein (molecular weight: ca.
147,000) composed of an anti-GPRC5D H-chain (y4-chain) consisting of 445 amino acid residues, an anti-GPRC5D
L-chain (x-chain) consisting of 214 amino acid residues, an anti-CD3¢ H-chain (y4-chain) consisting of 452 amino

acid residues and an anti-CD3¢ L-chain (A-chain) consisting of 215 amino acid residues each.
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: Oremepermin Alfa (Genetical Recombination)
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Oremepermin Alfa is a recombinant human hepatocyte growth factor isoform 3, which is produced in CHO cells.

Oremepermin Alfa is a glycoprotein (molecular weight: ca. 84,000) composed of an a-chain consisting of 458 amino

acid residues and a -chain consisting of 234 amino acid residues.
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