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Incidence of Salmonella infections and molecular epidemiological study in Ehime
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Salmonella is one of the main causative agents of human bacterial diarrhea. Although salmonellosis is
included in the infectious gastroenteritis under the National Epidemiological Surveillance of Infectious
Disease, the number of salmonellosis patients is not available.

We examined the number of cases of diarrheal illness caused by bacteria at two hospital and three
clinical laboratories in the Ehime prefecture during the period from April 2008 to June 2009. A total of
108 isolates of salmonella, including 51 from humans, nine from retail meats and 48 from swine were
collected and were analyzed by serotypes, antibiotic susceptibility and pulsed-field gel electrophoresis
(PFGE).

Salmonellos accounted for 10.0% of cases of sporadic bacterial diarrhea. Most frequent serotype in
human isolates was S. Infantis (31.4%), followed by S. Enteritidis (23.5%). Most common serotype from
meats was S. Infantis (66.7%), while that from swine were S. Typhimurium (56.3%) and S. Infantis (20.8%). Of
the isolates, 44.4% showed drug-resistance: 14 of 51 human derived strains (27.5%), all of the meats
derived strains and 25 of 48 swine derived strains (52.1%). Based on the PFGE typing, the 32 isolates of
S. Infantis were classified into two clusters by UPGMA clustering method. Swine derived strains belonged
to cluster A, chicken meats derived strains belonged to cluster B and human derived strains were
classified into both clusters. One isolate from human and one isolate from chicken meat had
indistinguishable pattern, suggesting that chicken meats may be the source of human salmonellosis of
S. Infantis.
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