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Toxigenic Corynebacterium ulcerans Isolated from Dogs and Cats in Ehime Prefecture
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Corynebacterium ulcerans is a pathogen which causes mastitis in cattle and both of domestic and wild
animals. The toxigenic strain of C. ulcerans (C. ulcerans™<*) causes infectious disease, which brings
about similar symptoms caused by Corynebacterium diphtheriae, in humans. In Japan, 6 cases of
infections disease caused of C. ulcerans™*+ are reported and 4 cases of them had contact with cats or
dogs. To obtain information on the distribution of C. ulcerans™+ among companion animals and to
monitor the prevalence of C. ulcerans infection, we investigated 50 dogs and 51 cats, from October to
December 2009, which were under the care of Animal Welfare Center of Ehime. As a result, C. ulcerans™x
was isolated from one (2.0%) of the dogs, and four (7.8%) of the cats. The use of colony-sweep PCR
increased the ability to detect the toxigenic strains. C. ulcerans and C. pseudotuberculosis are biochemically
similar, but can be differentiated easily on the basis of differences in trehalose hydrolysis by using of

Hiss’s serum water.
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1 Cat Ehime2009
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3 Cat Ehime2009
4 Cat Ehime2009
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C. pseudotuberculosis CIP 102968
C. diphtheriae CIP 100721

L C. diphtheriae PW8 NIH
C. renale CIP 103421 rpoB
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C. pseudodiphtheriticum CIP 103420 rpoB

C. minutissimum CIP 100652 rpoB
C. striatum CIP 81.15 rpoB

C. mastitidis CIP 105509 rpoB

C. argentoratense CIP 104296 rpoB

C. amycolatum CIP 103452 rpoB

C. xerosis CIP 100653 rpoB

C. glucuronolyticum CIP 104297 rpoB

C. bovis CIP 5480 rpoB
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—
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C. kroppenstedtii DSM 44385 CIP 10574...

C. jeikeium CIP 103337 rpoB
C. urealyticum DSM 7109 CIP 103524 rpoB
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