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Toxigenic strains of Corynebacterium ulcerans (C. ulcerans ™" cause a diphtheria-like illness in human. To
determine the prevalence of C. ulcerans among companion animals, we investigated 124 dogs and 124
cats that were under the care of Animal Welfare Center of Ehime from May to December 2010. As a
result, C. ulcerans was isolated from three (2.4%) of the dogs, and eight (6.5%) of the cats. All 3 dog
isolates and 6 of 8 cat isolates were toxigenic. There were no noticeable differences of prevalence rate
between different regions and between different seasons.

Environmental surveillance was performed on 160 swab samples which were obtained from surfaces
on the floors where dogs or cats were housed. By using liquid culture medium, isolation of C. ulcerans
from environmental samples was improved. C. ulcerans ™* was isolated from 3.1% (1/32) of kennel floors
and 12.5% (6/48) of cat cages floors. These results suggest the possibility of transmission of C. ulcerans by
contact to contaminated secretions on the surrounding living environment.

Keywords  Corynebacterium ulcerans, zoonosis, prevalence, companion animal, liquid culture medium,
environmental sample
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