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Examination of norovirus genotypes by a dual-typing method in acute gastroenteritis cases in Ehime

Chitoshi TOYOSHIMA, Akie OCHI, Mayumi YAMASHITA, Manabu AONO,
Satoshi INOUE, Hiroto SHINOMIYA

Noroviruses (NoVs) have been detected from sporadic cases of viral acute gastroenteritis as well as gastroenteritis

outbreaks such as food poisoning. NoV has a RNA genome containing three open reading frames (ORFs) .Many NoV

genotypes have been identified, and it has been found that Nov recombination frequently occurs in the ORFL/ORF2

overlap. Therefore, it is recommended that both the ORF1 RNA-dependent RNA polymerase (Polymerase) region and

the ORF2 N/S region are examined, and that Nov genotypes are determined based on the dual typing.
In this study, we tested a dual-typing method using the MON primer including a part of the N/S region and a part of

the polymerase region, for PCR detection of NoV in clinical specimens from sporadic cases and outbreaks of acute viral

gastroenteritis from Jan. 2011 to March 2019. It was revealed that we could successfully performed the dual-typing of the

NoVs tested and phylogenetic tree analysis of them, in a shoter time than conventional method.
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