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4 1 2 1 2

22 11 2 2 7 5

14 6 4 1 3 1

  36 14 9 1 12 3

9 4 3 2 4

  11 5 3 1 2 6

  14 7 4 3 3

110 48 27 6 29 24

0-4

5-9

10-14

15-19

20-29 5 1 1 3 2

30-39 8 6 1 1 1

40-49 2 1 1 5

50-59 5 2 1 2 1

60-69 9 6 1 2 8

70-79 23 12 6 1 4 5

80-89 42 19 7 3 13 2

90- 16 8 4 4
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(1)  

 

EHEC

EHEC O26 O91 O103 O111 O121 O145 O157

O165 multilocus variable-number tandem 

repeat analysis (MLVA) 

EHEC PFGE

“diffuse outbreak ”

O H

VT

PFGE EHEC O157 O26 O111

MLVA EHEC O157

IS (Insertion Sequence)-Printing System

 (CLSI) 

 (ABPC)  

(CTX)  (GM)  (KM) 

 (IPA)  (NFLX) 

 (CPFX)  (NA) ST  

(SXT)  (MEPM)  (CAZ) 

 (FOM)  (CP) 

 (CFX)  (AMK) 

 (SM)  (TC)  (CL) 

18  

EHEC

16 EHEC

7 VT

O5:H- VT1 6 O157:H7 VT2 5 O26:H11 

VT1 O61:H-/Hg16 VT1 O111:H- VT1&2 O146:H- VT2

O157:H- VT1&2 1  

1 1 O111:H- VT1&2 2019

2021

O H
1)

1 6/7 1 111 - 1 , 2 eae, hlyA SXT, SM 19m3038 1

2 6/26 1 26 11 1 eae, hlyA SXT 21m2017 21c203 1

3 7/20 1 157 7 2 eae, hlyA SXT, CP, SM, TC 21 0169 21-157-01
305457-

211642
1

4 7/21 1 157 7 2 eae, hlyA SXT, CP, SM, TC 21 0169 21-157-01
305457-

211642
1

5 7/21 1 157 7 2 eae, hlyA SXT, CP, SM, TC 21 0169 21-157-01
305457-

211642
1

6 8/11 1 157 7 2 eae, hlyA SXT, CP, SM, TC 21 0169 21-157-01
305457-

211642
1

7 8/12~8/19 6 (1) 5 - 1 eae, hlyA SXT 21-5-01 6

8 8/19 1 (1) 146 - 2 hlyA SXT 1

9 8/18 1 157 - 1 , 2 eae, hlyA SXT 18 0341
015455-

311656
1

10 10/12 1 157 7 2 hlyA SXT 21 0271 1

11 12/17 1 (1) 61 - / Hg16 1 eae, hlyA ABPC 1

16 (3) 16

VT MLVA
2) MLVA

3)

IS
5)

PFGE
4)

1) Hg  H-genotyping PCR  

2) MLVA  MLVA 21mXXXX  

[ 21 2021 m MLVA XXXX ]  

3) MLVA   SLV Single locus variant PFGE 2 3 MLVA

"21cYYY" [ 20 2020 c complex YYY ]  

4) PFGE  pulsed-field gel electrophoresis DNA DNA

PFGE "21-O-ZZ[-21, 2021 -O, O  -Z, ]  

5) IS   EHEC O157 IS Insertion sequence 4 MultiplexPCR

 



 

 

2 1 O26:H11 VT1 MLVA

21c203 2021 6 11

3 6 4 4 7 8

O157 H7 VT2

PFGE IS

7 8

7

5 1 O5:H- VT1

OUT:H-

O5 H-

8 1 O146:H- VT2

7 15 4

9 1 O157:H- VT1&2

MLVA

18m0341 5

10

1 O157:H7 VT2 MLVA 21m0271 2021

9 10

MLVA

11 1 O61:H-

/Hg16 VT1

STEC

 

hlyA 16 14

87.5% eae 

 

16 15 93.8 SXT

5 31.3 SM 4 25.0

SM CP 1 6.3 ABPC

3 6 4 SXT CP SM TC 4

SXT SM 2 1 1 SXT

1 10 2 7 10 ABPC 1

1 11  

 

41 11 16

788

 

2021 6 1

Salmonella Narashino

 

 

 (CRE) 

29 3 28

0328 4

 (CRE) 

 

CRE 31 29

93.5

Klebsiella aerogenes  Enterobacter aerogenes 16

55.2 Escherichia coli 4 13.8 Citrobacter 

freundii Enterobacter cloacae Serratia marcescens 2

6.9 Morganella morganii Enterobacter sp.

Citrobacter sp. 1 3.4 8 PCR

IMP VIM NDM

1 2020/12/24 Klebsiella aerogenes -

2 1/24 Klebsiella aerogenes -

3 2/10 Escherichia coli -

4 2/22 Klebsiella aerogenes -

5 2/22 Morganella morganii -

6 3/10 Klebsiella aerogenes -

7 3/15 Klebsiella aerogenes -

8 3/22 Klebsiella aerogenes -

9 4/13 Citrobacter sp. -

10 4/21 Klebsiella aerogenes -

11 5/10 Klebsiella aerogenes -

12 5/10 Klebsiella aerogenes -

13 7/2 Escherichia coli -

14 8/1 Klebsiella aerogenes -

15 8/3 Enterobacter cloacae -

16 8/31 Serratia marcescens -

17 9/10 Enterobacter sp. -

18 9/21 Klebsiella aerogenes -

19 9/28 Citrobacter freundii -

20 10/20 Klebsiella aerogenes bla GES-24

21 11/1 Escherichia coli -

22 11/2 Enterobacter cloacae -

23 11/2 Klebsiella aerogenes -

24 11/4 Klebsiella aerogenes -

25 11/18 Citrobacter freundii -

26 11/30 Klebsiella aerogenes -

27 12/6 Klebsiella aerogenes -

28 12/8 Serratia marcescens -

29 12/21 Escherichia coli bla OXA-48



 

 

KPC OXA GES

20 Klebsiella aerogenes GES

29 Escherichia coli OXA

20 blaGES-24

carbapenemase- 

producing Enterobacteriaceae; CPE 29

blaOXA-48 CPE  

 

Lancefield

A T

A

M emm

B

C G

emm

ABPC G PCG

CEZ CTX MEPM

IPM PAPM

EM CLDM LZD

CPFX MINO 12

  

9 9 100% Lancefield

B 4 G

3 A 2

9  

A 2 Streptococcus 

dysgalactiae subsp. equisimilis Streptococcus pyogenes

1 T M

emm S. dysgalactiae subsp. equisimilis 

T23 STC46.0 stC 46.0 S. pyogenes T25

EMM75.0 eem 75.0 S. pyogenes

speB speC speF B

Ia Ib

1 G

Streptococcus dysgalactiae subsp. equisimilis M

STGLP 1.0 STG 245.0 STG 840.0

1 emm stGLP 1.0 stG 245.0

stG 840.0 1  

B 4 4

G 2 1 A

2 1  

(2)  

A

1  

A

β

Lancefield

1) CLSI M100-S23 CEZ CTX CPFX LVFX MINO TC  

Lancefield T

emm

2/7
Streptococcus dysgalactiae

subsp. equisimilis
G STGLP1.0 stGLP1.0

4/25
Streptococcus dysgalactiae

subsp. equisimilis
A T23 STC46.0 stC46.0

9/8
Streptococcus dysgalactiae

subsp. equisimilis
G STG245.0 stG245.0 EM.CLDM

10/12
Streptococcus dysgalactiae

subsp. equisimilis
G STG840.0 stG840.0

10/12 Streptococcus agalactiae B EM CLDM CPFX MINO

10/15 Streptococcus agalactiae B MINO

12/2 Streptococcus pyogenes A T25 EMM75.0 eem75.0 speB,speC,speF EM.CLDM

12/6 Streptococcus agalactiae B Ia MINO

12/22 Streptococcus agalactiae B Ib CPFX

1)

M



 

 

A

T  

A

6 4 66.7

A T T1

1 25 T4 1 25 TB3264 2 50

10  

3

11 eae astA aggR bfpA invE elt esth ipaH

EAF CVD432 stx

PCR EHEC

EIEC ETEC

EPEC

EAggEC

Campylobacter spp.  

C. jejuni C. coli C. lari C. upsaliensis C. fetus

Multiplex-PCR C. jejuni

Penner

 

4

10  

1 MRSA

 

MRSA

PCR

mecA

mecA

MRSA

 

  

1 2 3 4 5 6 7 8 9 10 11 12

T1 1 1

T4 1 1 2

TB3264 1 1

1 1 1 1 4

1 1 0 1 2 0 0 0 0 0 0 1 6

0

0 0 0 0 0 0 0 0 0 0 0 0 0

0 0 1 1 0 0 0 0 0 0 0 2 4

S. pyogenes A



 

 

 

(1)  

 

SFTS  

15 1 SFTS

6.7  

SARS-CoV-2  

2020 2 1 2021 2 13

26151

11

 

(2)  

FL RD-18s Vero

MDCK

PCR PCR

PCR

PCR  (IC) 

37

27 73.0 12

6 50.0  

12

13  

2021 2020/2021

2020 8 31 2021 9 5

 

CV A 4

6 25 1 CV-

A

CV-A6 20

CV-A4 3 CV-A6 1

4

1  

1 37 3

1 1

37

2  

 GII 4 33.3

1 8.3% 1 8.3

GI  


