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3
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5 6 Shigella flexneri(2a L SXBPC
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8 6 Shigella flexneri(la ST TMP
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PFGE
““diffuse outbreak”” O
H VT PFGE
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3 A
27
EHEC 026 VT1 A
318 27 22 37.9 24
2
VT
0
1 4 5 1 () 157 7 1,2
2 4 16 20 2 ) 157 7 1,2 ABPC SM
35 27 6 29 A 38 (26) 26 11 1 TC
4 5 31 1 © 157 7 1,2 su TC
5 6 9 1 ) 26 11 1 ABPC SM
6 6 12 1 () 157 7 1,2
7 6 21 1 () 157 7 2 S
8 6 24 29 3 (©)) 157 7 1,2 su TC
9 71 1 () 157 7 1,2
10 7 12 15 3 [€)) 26 11 1 S
11 7 20 1 () 157 7 2 S
12 8 11 1 () 157 7 1,2
138 11 9 3 . 15 (9) 26 11 1 i
14 8 13 1 () 157  UT 2 S
15 8 18 1 ) 63 6 2 SM
16 8 23 1 ) 157 - 1,2
17 8 27 1 () 157 7 1,2
18 9 10 1 () 157  NT 2 NT
19 10 2 5 2 [€)) 26 11 1
20 10 9 1 0) 157 7 2
21| 10 16 20 3 (@ | 17 7 2 MO
2210 22 11 26 16 () 157 7 1,2
23 11 30 1 © 157 7 1,2 ABPC
24 12 28 1 @ | 1w - 1R
98 44
NT uT
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929 50 11.9 11.11
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1
C )
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57 20 85
1 2 5 6 7 8 9 10 11 12 ()
1 1 3 (10.3)
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8 1 1 (3.9
11 2 2 (6.9
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015 1 1
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0 26 1 1
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3 1 0 0 1 4 2 0 0 3 0 1 15
Campylobacter jefjuni 1 2 0 0 2 1 6 0 1 1 2| 0] 16
Salmonella  Virchow 0 0 0 0 0 0 1 4 0 0 0 O 5
4 3 0 0 3 5 9 4 1 4 2 1| 36
39| 32| 59| 48| 42| 56| 48| 45/ 42| 25| 38| 50 (524
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1
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546 23
1 1

2004

12
VIB

FL RD-18 Vero
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RINGTagMan
SV

nested PCR
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951 154 360
37.9%
1 3 11 12 A AH3 3
72 11 12 B 4 2003/2004
AH3 AH3
51 21
AH3 HI 2003/2004
A/ /2007/99 3 4
B 4 2004/2005 B/ /361/2002
RS 1
4 15 9 12 27 12 15
6 7 1
(2004 )
1 2 3 4 5 6 7 8 9 10 11 12
A 2 1 3 2 3 9
4 4 12 15 5 36
9 2 2
16 2 1 5
B 1 1 2 7 1 21
2 1 1 1 3
5 3 6 3 1 13
3 2 4 1 15
6 2 1 1 2 1 3 7 18
7 5 2 13
1 3
3 2 3
AH3 38 24 10 72
B 3 1 4
2 1
RS 5 1 4 1 1 8 15 44
1 2 2 2 5 16
36 1 1
A 2 3 1 8
2 2 1 1
1 1 1 1 3 1 2 13
2 1 3 2 3 11
3 1 1 5 13
5 1 1 1 1 1 2
37 1
NT 1
1 2 2 1 1 1 1 10
2 3 1 10
55 36 21 16 26 40 45 34 21 20 18 28 360
96 83 86 68 72 95 95 74 69 68 69 76 951
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2 3 6 11
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46 8 10 8 13 6 3 15 8 34 63 114 11 1 20 360
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8 2 CA4
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1
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cB2 3 CcB5 13 E
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E7 6 AM
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5 9
11 12 2
Ad Ad 1 13
Ad3 6 Ad37 1
1
1 HSV-1
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767
9 1
280 36.5 38 56.7
RS
AM27 4 2
45 4 CB1
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5 4
CcBl1 21
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280 38 9 0 11 17 1 3 1 0 360
365 567 1000 00 244 395 1000 | 333 1000 00 | 379
2 9 9
A 4 35 1 36
9 2
16 4 1
1 16 2 3 21
B|2 1 3
5 2 2 13
3 13 2 15
6 16 1 18
7 2 13
1 1
3
AH3[ 33 30 9 72
B 3 1 4
2 1
RS 39 5 44
12 4 16
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1 11 2 13
2 10 1 11
3 10 2 1 13
5 7 7
37 1 1
NT 1
1 1 10
2 10
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2 AM
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CA2
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CB E
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16 6
4
RS 45
RS 2 A B 1 2 B 11
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30 2400
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1 900
oFr- - "%<+4Y4< 4
1 600
O N I 0 N
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16 18 20 22
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5 AH3
72 4 36.1 10 14 222 59
194 20 15.3
6 CA CB E RS
CA4 1 4 83
9 CA2 4 CA9 5 9
CB E 2 3 9
AM 8 CcB1 3 CB5 2 E7 2 1
E6 1 6 CAl6 5 4
RS 44 1 27 1 2 57 2 84
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A B
0 4 26 13 2 3 8 2 2
5 9 14 12 2 2 1 1
10 14 16 11 3 2
15 19 5 5
20 29 1 1
30 39 2 1 1
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CA2 CA4 CA9 CAl6 | CBI CB2 CB5 |ECHO3 ECHO6 ECHO7
1 2 2 1 5(6) 1 4 3 3 5(9) 12
12 3 23 3 8 1 6 6 6 3 25
3 4 4 7 1 4 4 3 1 5
5 6 2 1 2 1 2 4 1
79 2 1 1 3 1
10 19 1
20 1
9 36 2 5 | 2001 3 13 15 18 9(13) | 44
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45.8 4 5
NV 144 G111
G2-133 56.9 56 A 55 NT1 221
sv 27 171 15 59 11 4.4 NV
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3 4
NV 17 11 12 8
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sV 2 6 11 12 17 1
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5
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1 650 2 789 3 738 4 566 5 860 12 73.7
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1 2 3 4 5 6 7 8 9 10 11 12
NV G1 1 4 1 1 1 3 11
NV G2 21 13 15 5 16 17 6 1 5 34 133
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1 1 4 2 3 1 3 15
1 9 1 11
26 30 48 30 37 20 10 1 1 8 42 253
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(%) 650 | 789 | 738 | 566 | 86.0 | 37.7 | 19.6 2.7 37 19.0 | 73.7 45.8
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